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PROJECT CATEGORY (check one)

O Plant Improvement @ Pathology O Entomology O Management/Physiology O Other

TITLE and CONTACT INFORMATION
Project Title  Sequencing of the HLB genome

Today’s Date 01/12/09

FDACS Contract Number 00067659

Project Duration (years) 2 Year of Project 1
Total Direct Funds (current year) $200,000.00

Principal Investigator William O. Dawson
Email wodtmv@crec.ifas.ufl.edu
Phone 863-956-4311 x 1361
Organization UF, IFAS, CREC

REPORT UPDATE (650 words)

We have focused on sequencing DNA from highly infected citrus. To date, we have 55 million bases from a 454 run with an
average read length of 235 bases. We also have 255 million bases from a Solexa sequencer at Oregon State University. An
additional 8 billion bases should be available within 2 weeks from a SOLID sequencer at UF. All of these data will be
assembled with expertise from the University of Florida and Oregon State University. Several assembly programs are being
tested for this purpose. These data are expected to provide a significant amount of citrus genome data as well as the citrus
greening genome. We are attempting to use these data to fill gaps in the sequencing results of other groups.
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