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	Radio Button1: Yes
	Radio Button2: Yes
	Title: HLB-Psyllid interactions-Genomics approach
	Investigator: Wayne Hunter
	Email: Wayne.hunter@ars.usda.gov
	Phone: 1.772.462.5898
	Organization: USDA, ARS
	Date: 03-23-2009
	Contract: Track1-013501-2007-08
	Duration: 2
	Year: 1
	Funds: 93038
	Report: B2. We successfully hired, trained, and produced cDNA psyllid libraries, which resulted in 17,000 expressed sequence tags.  The libraries were from adult, testes, and midgut tissues. These results aided efforts to identify the microbial fauna of the Asian citrus psyllid, enabling genetic promoters to be designed for further analyses.  Eight sequences suggests there is an as yet unidentified phage within the psyllids.  Sequences from a new Reovirus were identified and characterized.  Primers were designed to the virus to monitor virus spread through psyllid populations.  The virus genome was isolated and is being prepared for complete sequencing.  Sequences from a new Wolbachia species were produced.  The internal anatomy of the psyllid was identified for tissue collection in anticipation of future cDNA library constructions.  A Metagenomics proposal was prepared and submitted.  An inbred psyllid population was created F7 to produce the needed genomic material for a psyllid genome effort.  Several classes of cathepsins were identified, as well as a new FK506-binding protein, these proteins have important functions in body formation, digestion, and in egg/embryo metabolism, plus cell maintenance.  Approximately 60 proteins and all other sequences have been published in the public database, at NCBI for use by the research community.

The psyllid virus paper was accepted for publication 2009. A 2nd paper on heat shock proteins has been submitted. A 3rd manuscript will be prepared for publication on midgut gene expression.  The virus genome is in progress.

This study was not funded for a second year, ARS funded the technician for an additional 5 months on this project, but the project terminates at the end of April 2009.


