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As previously reported  the optimization the one step Nested PCR for diagnosis of Ca. Liberibacter asiaticus are under 
development. The most difficult step nowadays is to obtain for the one-step Nested PCR the same sensitive already worked 
for the double-step Nested.  !
Concerning the serological approaches we selected nine different targets which were sold for peptides synthesis. All of these 
target genes were based on Ca. Liberibacter asiaticus genome sequences and were related to membrane structure 
according to annotation from NCBI database. The translation of genes sequences to amino acids were done using the 
Translation Tools (http://ca.expasy.org/tolls/dna.htm) and the hydrophobic and antigenic characteristics were checked by the 
Antigenicity plot (http://www.bioinformatics.org/JaMBW/3/1/7/). Potential regions based on hydrophobic and antigenic 
characteristics are shown in the graphics format (data not shown). We used the PSORTdb (http://db.psort.org/) software for 
localization of selected proteins in the genome. Information about the sequences of peptides and others are bellow show.!
!
General peptides information. !
Peptide name          Product!                                       Reference sequence NCBI      Peptide sequence!
20-30                  Outer membrane protein                            YP_003065011.1           SAQAADPVRRA!
135-150       ! Outer membrane protein      !                 YP_003065011.1          YATVGPDVAQKYETGK!
118-130!        Outer membrane lipoprotein omp19         YP_003065458.1          WNIIDEDSFELKN!
133-146!        OmpA/motB!                                             YP_003064960.1          PSVYGHDEDAYAKR!
28-38           ! possible lolA type protein                           YP_003065211.1          YPITKDQSVKK!
164-190x!        possible lolA type protein!                        YP_003065211.1          NWKIMDSSRR!
53-79!              outer membrane lipoprotein                        YP_003064612.1         ILSYFQKDGKFKTISTDGS!
130-149 x!        outer membrane lipoprotein!                         YP_003064612.1         LTELPSSKPQDDVAEIPEDP!
35-50!              OmpA/MotB                                                    YP_003065366.1         KVFLHKSNDTDIVNKRFGSSLDKAED!
!
!
Next steps!
The next steps for this project will be focused on the optimization of one-step Nested PCR for diagnosis of Clas as well as the 
antibody production that will be started as soon possible we had received the peptides that were sold for synthesis. !
!


