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REPORT UPDATE (650 words; provide details about your headline)

This is an update of the annual report submitted in April 2010.
Objective 1: Identify genes positively regulating SA-mediated defense in citrus

We continue to clone additional SA genes from citrus. We are focusing on three well-characterized SA regulators, EDS1,
SID2, and WIN3. Recent developments in the cloning part include: 1) We obtained both 5’ and 3’ end RACE sequences for
ctEDS1 and are in the process of cloning the full length ctEDS1 gene; 2) We obtained 3’ end RACE sequence for ctWIN3
and 5’ end RACE sequence for ctSID2 and we are now trying to use alternative methods to obtain 5’ end sequence for
ctWIN3 and 3’ end sequence for ctSID2.

We had problems before in obtaining transgenic plants expressing ctEDS5/pBINplusARS. We reasoned that the
transformation rate with this gene might be low. So we re-did plant transformation, starting with several flats of TO plants for
both Col and the eds5-1 mutant in order to increase the chance of obtaining transformants. Now we have several
independent Arabidopsis lines in both Col and eds5-1 background expressing ctEDS5. We will further study these plants for
their defense phenotypes in the next generation. We also transiently expressed ctEDS5 in tobacco and found that
overexpression of this gene did not cause obvious cell death and other damages to tobacco cells.

Objectives 2: Complement Arabidopsis SA mutants with corresponding citrus homologues

Developments on other transgenic plants include obtaining homozygous T2 seeds for the following transgenic plants by
plate selection with antibiotics: 1) Col and nprl expressing ctNPR1/pBINplusARS; 2) Col and pad4-1 expressing
ctPAD4/pBINplusARS; and 3) Col and ndrl expressing ctNDR1/pBINplusARS. We already planted some of these lines for
defense phenotype assays.




	Todays Date: Lu
	Organization: University of Maryland Baltimore County
	CATEGORY: [Management]
	DATE: 08/03/10
	HEADLINE: Analyze defense phenotypes of Arabidopsis expressing citrus SA regulators
	TITLE: Manipulating SA-mediated defense signaling to stimulate broad-spectrum resistance to HLB and other diseases in citrus
	PI: Hua Lu
	ABSTRACT: This is an update of the annual report submitted in April 2010. 

Objective 1: Identify genes positively regulating SA-mediated defense in citrus 
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